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Program for ASPAB Adelaide 2012 
DAY 1, Monday, NOVEMBER 12TH 

 

16:00 
 

19:00 
 

 
Registration & Ice Breaker at Torrens Rowing Club (see map in back of booklet) 
 

 
 

DAY 2, TUESDAY, NOVEMBER 13TH 
 

9:00 9:15 Welcome Address by Fred Gurgel. Plenary speaker introduction by Bob Baldock 
 

9:15 10:15 Opening Plenary Dr Scoresby Shepard: The ecology of Australian temperate 
reefs. 

10:15 10:40 Janet Carey Optimization of the Sea Search seagrass monitoring protocol 
in Yaringa Marine National Park 

10:40 11:00 MORNING TEA 
  Chair: J. Pocklington  

11:00 11:25 Gareth Belton Caulerpa of southern Australia 
  

11:25 11:50 Peter Crockett Going against the gradients: Port Phillip Bay’s Caulerpa 
flora 

11:50 12:15 Kirralee Baker Using selection experiments with dinoflagellates to 
understand climate change adaptation 

  
12:15 12:40 Christian Boedeker Molecular phylogeny of the Cladophoraceae 

(Cladophorales, Ulvophyceae), with special reference to the 
endemic species of ancient Lake Baikal (Russia) 

12:40 13:40 LUNCH 
  Chair: D. Walker  

13:40 14:05 Jacqueline Pocklington Port Phillip Bay Taxonomic Toolkit: Marine Plants 

14:05 14:30 Hayley Cameron Restoration of the habitat-forming fucoid macroalga, 
Hormosirabanksii, at effluent-affected sites following 
waste-water remediation 

 

14:30 14:55 Miles Jennings The history of Nodulariaspumigena blooms in the Gippsland 
Lakes 

14:55 15:20 Abdul R. Chasani Molecular Systematics and Biogeography of Selected 
Tropical Macroalgae in the Wallacea Region 
 

15:20 15:40 AFTERNOON TEA 
  Chair: G. McGregor  

15:40 16:05 Kyatt Dixon Where ya to eh? Mapping patterns of biogeography and 
evolutionary history in red algal crusts using COI-5P data 

16:05 16:30 ManojKamalanathan Impacts of nutrient availability on lipid production by 
Chlamydomonasreinhardtii 

16:30 16:55 Tamsyne Smith-Harding Is more better? A case study of the relationship between 
frustule silica content and carbon acquisition in two diatom 
species 

16:55 17:20 AleciaBellgrove We need to consider spatial scales of clonality when 
sampling for population genetics studies 
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DAY 3, WEDNESDAY, NOVEMBER 14TH 
 

  Chair: D. Walker 
 

 

9:00 9:05 Plenary speaker introduction, house keeping announcements 
 

9:05 10:00 Mid-conference 
Plenary 

John Huisman: The Last Frontier: The Marine Benthic Flora of 
North-Western Australia 
 

10:00 10:25 Rainbo Dixon Uncovering diversity in the North-Western Australian Fucales 
 

10:25 10:45 Morning TEA 
  Chair: J. Zuccarello 

 
 

10:45 11:10 Di Walker Effects of rising water level on the Faure Sill and Shark Bay’s 
World Heritage Values: Findings of a multidisciplinary study 
2010-2012 
 

11:10 11:35 NuttanunSoisup Unveiling species diversity inthe brown marine macroalgal genus 
Lobophora (Dictyotales) in Australia with rbcL and cox1 DNA 
sequences 
 

11:35 12:00 Aimee Hauser Hormosirabanksii(Turner) Decaisne: Is it truly a single species? 
 

 
12:00 

 
12:30 

 
LUNCH + AGM + Group Photo 

 
   
   
  FREE AFTERNOON 
   
   
   
 

19:00 
 

23:00 
 
Conference Dinner at the Australian National Wine Centre (see map in back of booklet). 
There will be signs at the door guiding you to the right room venue. 
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DAY 4, THURSDAY, NOVEMBER 15TH 
 

  Chair: A. Belgrove  
9:00 10:00 Closing Plenary Joe Zucarrello: Continuous study on one thing creates many surprises. Life 

with Bostrychia 
 

10:00 10:25 John West Patterns of  geographic distribution and sexual vs asexual reproduction in 
Caloglossavieillardii in Australia 

10:25 10:55 MORNING TEA 
  Chair: J. Huisman  

10:55 11:20 Paulina Mikulic Bioremediation potential of metal tolerant extremophilic microalgae 
 

11:20 11:45 Paul Carnell Resilience of temperate reefs: response of Eckloniaradiata (common kelp) 
to disturbance, herbivory and nutrients 
 

11:45 12:10 Jacqueline Pocklington Conceptual Models for Victorian Ecosystems: Marine and Estuarine 
Ecosystems 
 

12:10 12:35 Martina Doblin Nutrient recycling by herbivorous zooplankton promotes growth of the 
cyanobacteriumCylindrospermopsisraciborskii 

12:35 13:35 LUNCH 
  Chair: J. Carey  

13:35 14:00 Nuno Tavares Comparative light 
absorptancecharacteristsbetweenpressedandliveUlvaaustralisAreschougthalli 
 

14:00 14:25 Michael Bossley Marine plants are not sea “weeds”! 
 

14:25 14:50 Tracey Spokes Phylogeography of the marine calcified red alga Dichotomariamarginata 
(Nemaliales, Rhodophyta) along the north Australian coast and the 
relationship to other populations worldwide 

14:50 15:10 AFTERNOON TEA 
  Chair: C. Boedeker  

15:10 15:35 Jennifer Clark Testing impacts of genetic inbreeding in a habitat forming macroalgae using 
microrespirometry 
 

15:35 16:00 Catherine Bernard Novel toxic activity discovered in Limnothrix (Pseudanabaenacea, 
Oscillatoriales) from Central Queensland, Australia 
 

16:00 16:25 Ralf Rautenberger The impact of nitrate uptake and assimilation on high-light-induced 
oxidative stress in the green macroalgaUlvarigida (Chlorophyta) 
 

16:25 16:50 Glenn McGregor Cyanobacterialmicroflora of sub-tropical coastal wallum wetlands, South-
East Queensland, including the description of Komvophoronkgari sp. nov 

16:50 17:00 Student awards, closing ceremony & farewells 
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Plenary Talks 

 

Open plenary: Dr Scoresby Shepherd 

 
Scoresby started work in marine science in the early 1960s, first informally, collecting algae 
for Bryan Womersley, and going on field trips with him to the SE, Yorke Peninsula etc. 
 
He also I worked with RegSprigg surveying the seabed of Gulf St Vincent with >500 dives, 
collecting plants and animals and describing the benthic fauna. On occasions there were joint 
trips with Bryan Womersley (HBSW) and RegSprigg on SAORI collecting algae from 
offshore areas.  From 1968 to 2000 Scoresby worked in the Fisheries Dept, then in SARDI, 
working on abalone biology and ecology, and seagrasses, and continuing working with 
HBSW describing benthic flora etc.  During this period Scoresby has worked variously in the 
French Mediterranean, Indonesia, Oman, Alaska, and Mexico. He has organized numerous 
surveys to offshore islands (Pearson I., Nuyts Archipelago, Althorpe Is, etc) where he studied 
the algal flora and some herbivorous fish. 
 
In 2000 Scoresby formally retired and went to the Galapagos for a year and studied the 
marine iguana's foraging etc. Since then Scoresby has been conducting fish surveys as well as 
writing. Scoresby has had 131 papers published in refereed as well as numerous semi-popular 
articles. He is the editor of 5 books, was awarded the AMSA Jubilee medal in 1997 and 
appointed officer of Order of Australia in 2006 and was awarded the Verco medal from the 
Royal Society of South Australia in 2008.Currently Scoresby is working on a book: "The 
ecology of Australian temperate reefs" to be published by CSIRO probably in 2013. 
 
Title of his talk: "The ecology of Australian temperate reefs" 
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Mid-conference Plenary:  Dr John Huisman 

DrJohnHuisman holds a joint-appointment between Murdoch University and WA State 
Herbarium. Responsible for taxonomic research into Western Australia’s marine flora. Since 
1985 have been conducting taxonomic research into the marine benthic algae of Western 
Australia, with a sojourn to Hawaii in 2002-2003.  Author of 5 books and some 100 research 
articles and chapters.Editor-in-Chief of international journal 'Cryptogamie, Algologie', 2001-
present. Currently writing a book on the marine macroalgal flora of NW Australia. 
 
 
 
The Last Frontier: The Marine Benthic Flora of North-Western Australia 
John M. Huisman1 

 

1 Murdoch University School of Biological Sciences & Biotechnology 
 
Contacting author: J.Huisman@murdoch.edu.au 
 
Australia can lay claim to one of the richest and best-studied macroalgal floras in the world, 
but our understanding of this flora is geographically biased towards the southern and eastern 
coasts, the most populous regions that have also historically been home to the majority of 
active phycologists. In comparison, the north-west coast of Australia has been virtually 
neglected, a perhaps understandable situation given the region’s remoteness and significantly 
greater logistical difficulties, in addition to huge tidal flows, turbid water, and the presence of 
several top-level predators! Over the last 10 or so years the author and associates have been 
opportunistically collecting and intensively studying this marine flora, which has, in part, 
become considerably more accessible due to the resources boom presently underway in the 
region. These studies, the results of which will eventually be published in the ‘Algae of 
Australia’ series, have revealed a trove of undescribed taxa, as well as numerous poorly 
understood species previously known from limited historical collections, plus a large 
contingent of taxa that are common elements of the tropical Indo-West Pacific flora. Many of 
the collected specimens have also been incorporated into ancillary DNA-based phylogenetic 
studies, thereby enabling a more global perspective of the north-western Australian flora. This 
seminar will include an overview of the broader project, plus a more detailed examination of 
some of the more interesting taxa that have emerged from the studies. 
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Closing Plenary: Dr Joe Zuccarello 

Joe’s research interests are in the evolution of marine macroalgae including the use of 
molecular methods to understand population structure and speciation in marine red algae.  
Primary research collaborations include researchers at Victoria University, as well as NIWA 
and The Museum of New Zealand, Te Papa Tongarewa. Joe is author of innumerous 
publications in peer-reviewed scientific journals, including book chapters, member of 
editorial boards of prominent phycological journals and current he is the president of the 
International Phycological Society.  
 

Continuous study on one thing creates many surprises: Life with Bostrychia. 

Joe Zuccarello1 and John A. West2 

 
1 School of Biological Sciences, Victoria University of Wellington 
2 School of Botany, University of Melbourne 
 
Contacting author: joe.zuccarello@vuw.ac.nz 
 
It is rare in red algae, especially economically unimportant taxa, that long term research 
efforts are pursued. Our continuous work on the genus Bostrychia for over 20 years has 
revealed many surprises that I think have bearing on less well studied algae. Some of these 
insights were first recognized in Bostrychia, and even just from a historical perspective the 
genus is interesting. The group’s phylogeny still possesses taxonomic challenges. Bostrychia 
showed that mitochondria in red algae can be good for intraspecific studies. Bostrychia 
showed a relationship between genetic distance and reproductive compatibility. The 
reproductive pattern was well elucidated especially in Australia. Some of the first ‘cryptic’ 
species of red algae were discovered in Bostrychia, and a complex phylogeographic patterns 
was found and continues to be found as more collections are made. I would like to highlight 
our work and show how continuous research on an alga has raised more questions than we 
can ever hope to answer.  
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ABSTRACTS: 

 

Using selection experiments with dinoflagellates to understand climate 
change adaptation 

Kirralee G. Baker1, Antonio Flores-Moya2, John A. Raven3, Peter J. Ralph1, Martina A. 
Doblin1 

1Plant Functional Biology and Climate Change Cluster, School for the Environment, 
University of Technology, Sydney, PO Box 123 Broadway, Sydney, NSW 2007, Australia 

2Departamento de Biología Vegetal (Botánica), Facultad de Ciencias, Universidad de Málaga, 
Campus de Teatinos s/n, E-29071 Málaga 

3Division of Plant Science, University of Dunee at the James Hutton Institute, Invergowrie, 
Dundee DD2 5DA, UK  

 
Contacting author: Kirralee.G.Baker@student.uts.edu.au 
 
Global change is expected to cause a number of significant changes in the marine 
environment with major consequences for biodiversity and ecosystem function. While drivers 
of ecological impacts of climate change operate globally, they vary in their intensity 
depending on region and habitat. Tropical benthic microalgae living amongst sediment grains 
may be well buffered from changes in ocean pH, but are potentially exposed to changes in 
light brought about by sea level rise. Pelagic dinoflagellates in temperate estuaries undergo 
large daily variations in temperature due to their vertical migrations but may be exposed to 
steeper thermal gradients due to surface warming. This study examined fitness traits of two 
dinoflagellate species selected for tolerance to high temperature that were then exposed to 
different light levels or thermal gradients. Cell morphology, growth and physiology were 
compared between dinoflagellates that were grown for ~100 generations (300 days) in high 
temperature (derived population) and those grown under optimal temperature (5-6 °C cooler) 
(ancestral population). Derived cells of the tropical benthic dinoflagellate  Amphidinium 
massartii were significantly smaller and had ~10% slower growth than ancestral cells, with no 
apparent loss of photosynthetic function (FV/FM, and proportions of energy being used in 
photochemistry, regulated non-photochemical quenching and non-regulated non-
photochemical quenching). When comparing performance at low and high light, both 
ancestral and derived strains decreased their pigment content per cell and decreased their PSII 
photosynthetic efficiency under high light. Additionally, the derived strain fixed more carbon 
per cell under low and high light in comparison to the ancestral strain, indicating an increase 
in productivity under long-term elevated temperature. Growth of the vertically migrating 
dinoflagellate Gymnodinium catenatum increased with increasing thermal gradient in the 
derived strain only and was negative in all thermal gradients of the ancestral strain. In both 
cases, selection experiments have provided useful insights on the physiological, ecological 
and evolutionary consequences of global climate change to microalgae at the base of the 
marine foodweb. 
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We need to consider spatial scales of clonality when sampling for 
population genetics studies  
 
Alecia Bellgrove1, Aimee Hauser 1, Jennifer Clarke 2, Prudence F. McKenzie 1, Melinda A. 
Coleman 3, 4, Adam D. Miller 5 

 

1 Centre for Integrative Ecology, School of Life and Environmental Sciences, Deakin 
University, PO Box 423, Warrnambool, Victoria 3280 Australia 

2 C3- Plant Functional Biology & Climate Change Cluster, University of Technology, Sydney, 
PO Box 123, Broadway, NSW 2007 Australia 

3Centre for Marine Bioinnovation, University of New South Wales, NSW 2052, Australia 
4 Batemans Bay Marine Park, Department of Environment and Climate Change, Narooma 

2546, New South Wales, Australia 
5Department of Zoology, The University of Melbourne, Parkville 3010, Victoria, Australia 
 
Contacting author: alecia.bellgrove@deakin.edu.au 
 
In recent years there has been a dramatic increase in the number of studies that are using 
molecular approaches to address ecological questions, such as those related to connectivity 
and dispersal dynamics, biodiversity and resilience. Whilst the application of molecular 
techniques to phycology has been hampered by difficulties in extracting good quality DNA 
from polysaccharide-laden algal tissues, progress is now being made through technological 
advances.  However, our preliminary evidence based on microsatellite analysis for the 
intertidal fucoid Hormosira  banksii, suggests that population genetic studies may be 
compromised by an inadequate understanding of the spatial scales of clonality within 
populations and persistent difficulties in developing good markers.  This presentation will 
highlight some of these difficulties and outline our approach to ensuring that sampling for 
population genetics studies is founded on a thorough understanding of the spatial scales at 
which any potential clonality and relatedness breakdown. 
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Victoria’s Future Climate and the Marine Environment (Poster) 

Helen Arundel1, Jo Klemke2, Rianda Mills3, Tim Womersley3, Alistair Hobday4, Alecia 
Bellgrove5, Jessica McKenzie5, Hayley Cameron5, Liz Morris6, Alastair Hirst6, Paul Hamer6, 
Peter Gill7, Rebecca Pirzl8 

1 Glenelg Hopkins Catchment Management Authority, 79 French St Hamilton 3300 Vic 
2 Department of Sustainability and Environment, Aquatic Biodiversity, Biodiversity and 

Ecosystem Services, 2/8 Nicholson St, East Melbourne 3002 Vic 
3 Water Technology Pty Ltd 
4 CSIRO Marine & Atmospheric Research, GPO Box 1538, Hobart 7001 Tas 
5 Centre for Integrative Ecology, School of Life and Environmental Sciences, Deakin 

University, PO Box 423, Warrnambool 3280 Vic 
6 Department of Primary Industries, Fisheries Research Branch, Queenscliff, Vic 
7 Blue Whale Study Inc 
8Skadia Pty Ltd 

Contacting author: alecia.bellgrove@deakin.edu.au 
 
Future climate conditions are predicted to influence the physicochemical characteristics of 
Victoria’s marine environment.  These changes are likely to have flow on effects to Victoria’s 
marine ecological systems, which may in turn affect future uses of, and threats to, marine 
areas.  The Department of Sustainability and Environment and Glenelg Hopkins Catchment 
Management Authority, on behalf of the other coastal CMAs, worked together to develop a 
climate change vulnerability assessment for Victoria’s marine environment. The assessment 
follows a similar approach to the study carried out for the Great Barrier Reef (Johnson and 
Marshall 2007).  The first component of this study focused on likely changes to the 
physicochemical parameters; mean sea level, sea surface salinity, sea surface temperature, 
tides, ocean currents, acidification, waves, upwelling events and rainfall and runoff. This 
study provided a foundation for the next phase which documented the likely impact of the 
predicted physicochemical changes on marine biota. The assessment specifically focuses on 
the vulnerability of seagrass, rocky reefs, marine mammals and fish with chapters authored by 
specialists in the relevant fields. The vulnerability assessment will inform forward-looking 
policies, management programs and investment priorities thereby supporting long-term 
sustainable use of Victoria’s marine environment.      
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Caulerpa of southern Australia 
 
Gareth S. Belton1, Willem F. Prud’homme van Reine2, John M. Huisman3,4, Stefano G.A. 
Draisma5and C. Frederico D. Gurgel1,6,7 
 
1School of Earth and Environmental Sciences, Faculty of Science, University of Adelaide 

2Netherlands Centre for Biodiversity Naturalis (section NHN), Leiden University 
3School of Biological Sciences and Biotechnology, Murdoch University 
4Western Australian Herbarium, Sciences Division, Department of Environment and 

Conservation 
5Institute of Ocean & Earth Sciences, University of Malaya 
6South Australian State Herbarium, Science Resource Centre, Department of Environment & 

Natural Resources 
7South Australian Research and Development Institute 
 
Contacting author: gsbelton@gmail.com 
 
The benthic marine flora of southern Australia is one of the most diverse and includes a very 
high proportion of endemic species. The green algal genus Caulerpa represents a good 
example of this with 24 of the approximately 85 known species found in southern Australia, 
17 of these endemic. Recently, populations of C. taxifolia and C. racemosa  var. cylindracea, 
notorious invaders of the Mediterranean Sea, have established in SA and NSW where they 
have become conspicuous members of certain estuarine benthic communities. Although 
recent molecular investigations of the green algal genus Caulerpa have shown it to include a 
number of unknown species, very few taxonomic proposals have been made, and no studies 
have specifically focused on the rich Caulerpa flora of southern Australia. The current study 
investigated molecular variation of Caulerpa using partial tufA and rbcL gene sequences of 
specimens from 20 of the 24 known species from the region. Results showed the genus to 
contain at least 30 species (compared to 24), with a number of species descriptions and 
distributions also in need of updating. Based on both molecular and morphological data, two 
new species are described, and C. muelleri reinstated. A newly established population of 
C.racemosa var.  cylindracea from southeastern Australia is also reported.  
!
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Novel toxic activity discovered in Limnothrix (Pseudanabaenacea, 
Oscillatoriales) from Central Queensland, Australia. 
 
Catherine Bernard 1, Larelle Fabbro2, Andrew Humpage3, Suzanne Froscio3, Han Min Lau3 
and Paul Monis3 

 

1Centre for Environmental Management, Central Queensland University, Rockhampton, 
Queensland, Australia and Australian Water Quality Centre, GPO Box 1751, Adelaide SA 
5001, Australia. 

2Centre for Environmental Management, CQ University, Rockhampton, Queensland, 
Australia. 

3Australian Water Quality Centre, GPO Box 1751, Adelaide SA 5001, Australia.  

Contacting author: c.bernard-pattinson@cqu.edu.au 

A new toxin producing freshwater Limnothrix (strain AC0243) from Central Queensland, 
Australia, has recently been isolated and studied during a survey of cyanobacterial taxa 
associated with the presence of cylindrospermopsin in dams of Central Queensland 
(Australia). Limnothrix is a small filamentous cyanobacteria, belonging to the family 
Pseudanabaenacea (Oscillatoriales) with morphological affinities with this genus but more 
closely fitting the description of Geitlerine maunigranulatum (R.N. Singh) Komárek and 
Azevedo.  Its genomic DNA was extracted and 16S RNA gene sequenced.  Phylogenetic 
analysis placed AC0243 with Limnothrix species, although this genus appears polyphyletic.  
The potential toxic effects of AC0243 extract were assessed chemically and biologically.  Cell 
free protein synthesis was inhibited by the extract as would be expected when 
cylindrospermopsin is present.  However, the presence of cylindrospermopsin was excluded 
by immunoassay (ELISA) and analytical techniques (HPLC, LC-MS).  PCR amplification of 
genes associated with cylindrospermopsin remained negative.  The presence of 
cylindrospermopsin was excluded based on the nature of responses obtained in cell and cell-
free assays, because (i) it could not be detected by HPLC, LC-MS or immunological assay, 
and (ii) no genes currently associated with production of cylindrospermopsin were found in 
the genome.  Exposure of Vero cells to the extract resulted in a significant reduction in 
cellular ATP levels following 24-72 hour incubation.  Other known cyanobacterial toxins 
were not detected.  This paper will describe Limnothrix strain AC0243 in the light of our 
current taxonomical knowledge, our state of knowledge of this toxin and toxicity and the 
potential ecological consequences. 
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Molecular phylogeny of the Cladophoraceae (Cladophorales, Ulvophyceae), 
with special reference to the endemic species of ancient Lake Baikal 
(Russia). 
 
Christian Boedeker1, Giuseppe C. Zuccarello1, Oleg A. Timoshkin2&Frederik Leliaert3 
 
1School of Biological Sciences, Victoria University of Wellington, Kelburn Parade, 

Wellington 6140, New Zealand 
2Hydrobiology Department, Limnological Institute of the Siberian Branch of the Russian 

Academy of Sciences, Ulan-Batorskaya 3, 664033 Irkutsk, Russia 
3Phycology Research Group, Biology Department, Ghent University, Krijgslaan 281 S8, 9000 

Ghent, Belgium 
 
Contacting author: christian.boedeker@vuw.ac.nz 
 
The Cladophorales is a large order of filamentous green algae distributed in all climate zones 
and basically in all aquatic habitats, containing approximately 200-300 species. The 
evolutionary relationships and the taxonomy within this group have remained controversial 
for a long time, largely due to parallel evolution, few morphological characters and 
pronounced phenotypic plasticity. Molecular phylogeneticshave led to the discovery of five 
lineages within the order: Okellyaceae, Pseudocladophoraceae, Pithophoraceae, 
Cladophoraceae (sensuWille) and the Siphonocladus lineage. Based on morphology and/or 
location, 500 out of approximately 2000 specimens have been selected for sequencing to 
reconstruct the phylogenetic relationships within the Cladophoraceae. Based on the resulting 
LSU rDNA trees, a representative subset was chosen and an alignment of LSU and SSU 
rDNA sequences was created for 200 specimens to reconstruct the phylogeny. Traditionally, 
the Cladophoraceae are represented by three genera: Chaetomorpha (unbranched), 
Rhizoclonium (unbranched, with or without short lateral rhizoids) and Cladophora (sparsely 
to densely branched). Cladophora has been known to be polyphyletic since the earliest 
molecular studies of this group and members were recovered in three to four lineages in our 
analyses. Our study also showed that the Rhizoclonium morphology has evolved 
independently in three lineages. All Chaetomorpha species were recovered in one clade, 
except the type species Chaetomorpha  melagonium, which represents an independent lineage. 
These results illustrate the need for drastic nomenclatorial changes to reflect evolutionary 
history. The highlight of our ongoing research on the Cladophorales was the discovery of a 
monophyletc group endemic to ancient Lake Baikal, Russia, with low interspecific genetic 
divergence but exceptional morphological diversity. The Baikal clade is nested within 
Rhizoclonium, and its members are currently classified in five different genera. Our 
preliminary data suggest that these endemic species diversified in sympatry and represent a 
recent, rapid radiation. Population divergence without geographical isolation is still a 
contentious topic and only a few cases have been confirmed in animals and higher plants. 
Further research on the unique Baikal clade is likely to illuminate aspects of the genetic basis 
of speciation that have not been addressed by other systems. 
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Marine plants are not sea “weeds”! 

Michael I Bossley1 

1Whale & Dolphin Conservation 

Contacting author:bossley@internode.on.net 
 
The general public perceives macro algae, marine angiosperms and semi aquatic plants such 
as mangroves and samphires in largely negative terms. The perception is of unsightly tracts of 
smelly sea grass wrack covering their favourite beaches; mosquito ridden mangrove forests; 
snake infested samphire swamps; sea grass and Ulva clogging propellers and cooling intakes 
of outboard motors; “weed” entangling fishing lines; and macro algae getting in the way of 
divers looking for fish and invertebrates. In my role as a marine conservation educator I have 
long tried to change these perceptions by explaining the general environmental and ecological 
significance of semi aquatic plants, algae, (including the phytoplankton they can’t even see) 
and sea grasses, as well as emphasising their great diversity and inherent beauty. This 
presentation illustrates how the author attempts to change people’s perception of sea “weeds” 
and other marine plant species, being mindful that invasive species really are weeds.  
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Restoration of the habitat-forming fucoid macroalga, Hormosirabanksii, at 
effluent-affected sites following waste-water remediation 

Hayley Cameron1 and Alecia Bellgrove1 
1School of Life and Environmental Sciences, Deakin University, PO BOX 423, Warrnambool, 

Victoria 3280, Australia 

Contacting author: hcameron@deakin.edu.au 
 
Hormosira  banksii, an Australasian canopy-forming fucoid macroalga, provides habitat and 
modifies ecosystem resources for other species and conspecific early-life stages. However H. 
banksii is particularly susceptible to discharge of domestic sewage effluent; experiencing 
severe declines and slow recoveries around ocean outfalls. A field experiment examining 
survival and growth of out-planted propagules simultaneously examined two alternative 
models possibly limiting recovery of H. banksii at effluent-affected shores in south-west 
Victoria: (1) Water quality (despite recent treatment upgrades) may not be conducive to re-
colonization, and (2) absence of a parental canopy at effluent-affected sites may limit post-
settlement survival. Survival and growth was reduced for H. banksii  propagules out-planted 
at polluted shores relative to unpolluted sites. Additionally, initial post-settlement survival 
was facilitated by a conspecific canopy at unpolluted shores, but not at polluted sites where 
mortality was high irrespective of canopy presence. Lack of an established canopy therefore 
does not appear to be a significant factor currently contributing to limited natural recovery of 
H. banksii populations at effluent-affected sites. Rather some interaction or negative feedback 
associated with pollution exposure appears to be preventing recovery; despite wastewater 
remediation. This study therefore suggests further investigation into adequacy of current 
wastewater remediation efforts, along with exploration of alternative restoration initiatives, is 
required to appropriately manage marine discharge of domestic effluent and restore 
biodiversity to effected regions. 
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Optimization of the Sea Search seagrass monitoring protocol in Yaringa 
Marine National Park 
 
Wei Xin Sue1&Janet M. Carey1 

 
1School of Botany, The University of Melbourne, Vic. 3010, Australia. 
 
Contacting author:janetmc@unimelb.edu.au 
 
Seagrass beds are important ecosystems along sheltered coastlines, but in recent decades 
seagrasses have undergone dramatic declines in many parts of Australia. In Victoria, a 
community-based field monitoring program known as Sea Search was implemented to 
monitor the condition of seagrasses in selected marine protected areas. The current project 
aimed to 1) assess the effectiveness of Sea Search as a seagrass monitoring program in 
Victorian MPAs, and 2) present baseline data for the condition of intertidal Zosteraceae in the 
little-studied Yaringa Marine National Park in Western Port. Six variables from the Sea 
Search protocol plus two additional variables were recorded at two sites inside the park and 
two sites just outside in the summer of 2007/2008. Subjective estimates of seagrass cover 
were found to be inaccurate, while counts of seagrass shoots were too time-consuming to be 
practical under the time constraints of an incoming tide. The Sea Search protocol does not 
specify statistical tests for analysis of data collected, so to examine the statistical power of 
two possible options, the single sampling period was used to generate a 10-year time series of 
simulated annual data. Using this data set, polynomial contrasts assessing trend through time 
were found to be more powerful than the Protection x Time interaction from an omnibus 
repeated-measures anova. The sensitivity and statistical power of this monitoring program 
could be improved by sampling less intensively at each site and reallocating resources to 
increasing the number of sites, as well as revising the choice of variables to measure in the 
field. 
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Understanding the resilience of ecosystems has become increasingly important as we seek to 
determine the impacts of anthropogenic disturbance and to identify thresholds of ecosystems. 
We ran experiments on the kelp dominated algal assemblages of Port Phillip Bay, Victoria. 
Here we identified two main threats to the resilience of these reefs: increased sea urchin 
abundances and increased nutrients. One experiment tested the hypothesis that increased 
numbers of the sea urchin (Heliocidaris erythrogramma) create sea urchin ‘barrens’ at 
different densities of Ecklonia  radiata. We tested this by setting up permanent experimental 
plots with two crossed factors: urchin density (control and increased) and kelp cover (control, 
50%, 0%).  Secondly, we investigated the role of disturbance and increased nutrients on kelp 
bed (E. radiata) recovery. Here we set up experimental plots at three different locations, with 
two crossed factors of kelp cover (control and 0%) and nutrient level (control, increased). 
Results so far demonstrate how increased H. erythrogramma densities can strip reefs of 
brown macroalgae, but surprisingly this took 12 months to occur.  Eight months into our 
experiment on increased nutrients we have already seen some unexpected results in the way E. 
radiata, and also Undaria  pinnatifida (the introduced Japanese kelp) have recruited into plots. 
Results demonstrate that these kelp-dominated communities can respond in both predictable 
and surprising ways, underlining the complexity of what makes ecosystems resilient. 
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(
Climate(change(and(variability,(including(sea(level(rise,(global(warming,(ocean(acidification(and(
extreme(weather(events,(are(major(threats(to(macroalgal(communities.((Increasing(temperatures(in(
particular,(are(driving(species’(distributions(both(up(the(shore(and((polewards.(Currently,(we(have(
very(little(understanding(of(whether(tolerance(to(temperature(variation(is(regulated(physiologically(
through(environmental(exposure(or(via(underlying(genetic(components,(or(both.((This(information(is(
needed(to(manage(habitat(forming(algal(species(such(as(Hormosira((banksii,(an(intertidal(brown(
fucoid(endemic(to(southern(Australia(and(New(Zealand,(whose(distribution(facilitates(biodiversity.(
Due(to(its(limited(dispersal((approximately(10m)(and(reproductive(strategies((negatively(buoyant(
eggs)(H.(banksii((have(shown(patterns(of(isolation(by(distance((IBD)(and(may(be(at(risk(of(increased(
inbreeding((Coleman(et(al.(2011).((If(populations(become(genetically(isolated(or(distinct(they(may(be(
less(resilient(to(climate(variation(and(other(stressors.((This(study(was(conducted(to(test(the(
hypothesis(that(progeny(of(H.(banksii(populations(that(are(more(related(or(spatially(separated(will(
have(less(variable(responses(to(temperature(than(those(populations(with(more(genetic(connectivity.(
Adults(that(were(separated(by(increasing(geographic(distances(were(sampled(from(several(rocky(
shores(along(eastern(Australia(and(sexual(crossing(experiments(conducted.((Cross(fertilization(of(
gametes(occurred(within(and(between(adults(of(populations(at(three(spatial(scales:(within(the(same(
platform,(between(rocky(platforms((10s(of(kilometres)(and(between(platforms(100s(of(kilometres(
away.(Embryos(were(randomly(allocated(to(two(different(thermal(treatments:(control((20(ºC)(and(
subPlethal(temperatures((28ºC)(and(physiological(response(recorded(using(microrespirometry,(pulse(
amplitude(modulated(fluorometry((and(growth(rate.(Microrespirometry(involves(measuring(minute(
changes(in(oxygen(to(estimate(net(photosynthesis(and(respiration(rate(within(microPorganisms.((
Results(of(this(research(will(aid(in(management(decisions(regarding(protection(of(intertidal(habitats(
when(designing(Marine(Parks.(Preliminary(results(of(this(ongoing(research(will(be(presented.( 
edited. 
 



! 21! !

Going against the gradients:Port Phillip Bay’s Caulerpa flora 

Peter F Crockett1, Janet M Carey1, John Beardall2, Michael J. Keough1 

1University of Melbourne 
2Monash University 
 
Contacting author: p.crockett@student.unimelb.edu.au 

Port Phillip Bay is home to ten species of the green algae genus Caulerpa. Caulerpa can be 
found in all Port Phillip Bay habitats to depths of up to 20 m. The predominantly soft-
sediment habitats in the bay mean Caulerpa is one of the few particularly successful and 
important seaweeds. The distribution of Caulerpa in Port Phillip Bay has not been assessed in 
over 50 years and little work on its biology or physiology has been undertaken. Work over the 
past two years has documented the contemporary distribution of Caulerpa species in western 
Port Phillip Bay. Common Caulerpa  species have been found to have complementary 
distributions relating to major environmental variables. The finding by this and previous 
studies that there is a positive correlation between wastewater exposure and richness of 
Caulerpa  species is at odds with traditional views of wastewater impacts in marine 
ecosystems. The ecophysiology of the most common species, C. remotifolia was investigated 
using PAM Fluorometry. This species was found to show substantial acclimation to daily and 
seasonal variation in light availability. Photosynthetic and nutrient data also suggests that 
nutrient enrichment may help this species acclimate to light availability gradients in western 
Port Phillip Bay. 
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COI-5P DNA barcoding of red algae has proved to be a powerful tool in resolving species-
level issues in taxonomically difficult groups, including the elucidation of cryptic and closely 
related sister species. However, the utility of such datasets goes far beyond species-level 
taxonomy. Large DNA barcode datasets facilitate the realization of accurate species 
distributional information when distributions based on morphological identifications may be 
misleading. This information, coupled with analyses of molecular and geophysical data, 
enables researchers to investigate biogeographical patterns and, in some cases, hypothesize 
the historical events leading to present day patterns. The marine biogeography of Canada, the 
region of focus in this study, is generally thought to reflect a history of anti-glacial dispersal 
followed by glacial vicariance and subsequent genetic divergence and speciation, although the 
contribution of different mechanisms (e.g. trans-Atlantic migration, recolonisation from 
glacial refugia and various dispersal methods) to present day distributional patterns remains 
unclear. We analysed COI-5P sequence data for an ancient and hyper-diverse asexual red 
algal lineage, the Hildenbrandiales (323 sequences from 66 species), from Canada and other 
parts of the world, to investigate distributional and phylogenetic patterns among species 
groups. These patterns were then considered in the context of contemporary marine 
biogeographic hypotheses in an attempt to retrace the complex evolutionary history of the 
order in Canada. 
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The northern Western Australian coast, from southern Ningaloo Reef to the Northern 
Territory border, is largely sheltered by thousands of islands and the largest fringing coral reef 
in the world. This remote tropical coast boasts the world’s second largest tides and a huge 
range of marine habitats including mudflats, mangroves, rocky reefs, coral reefs and sandy 
bottoms. However, there remains little published data on the marine flora and fauna of the 
region. The present study investigated the diversity of the order Fucales (Phaeophyceae) of 
northern Western Australia using morphological and molecular (ITS-2, rbcL-S spacer, cox3 
and cox1) sequence data. Fucoid algae were found throughout the region but were 
predominantly restricted to lagoons and hard intertidal habitats. Five genera of Fucales genera 
were present in the north-west (Hormophysa, Sirophysalis, Sargassopsis, Sargassum and 
Turbinaria), with the highest diversity occurring within Sargassum(10 species). The current 
study supports many of the synonyms recently proposed in the Sargassaceae and highlights 
the need for further synonymy in the group. Two undescribed species of Sargassum are also 
reported. Although thirty-six Fucales species have been previously recorded from the region, 
molecular data from the present study suggests that fewer are present. Results from this study 
will contribute to an upcoming volume of the Algae of Australia focusing on northern 
Western Australia. 
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Cyanobacteria occupy diverse habitats and their ecological success is expected to increase 
under predicted future climate scenarios. Managing their abundance in freshwaters is 
therefore critical for reducing risks to human and animal health. To understand the 
mechanisms of toxic cyanobacterium Cylindrospermopsis raciborskii bloom formation in 
oligotrophic lakes, we tested the hypothesis that zooplankton nutrient recycling facilitates C. 
raciborskii growth. C. raciborskii can fix nitrogen, so we focused on P as the growth-limiting 
nutrient. Dialysis experiments were designed to simultaneously test the direct (grazing) and 
indirect effects (nutrient regeneration) of zooplankton-algal interactions, enabling 
zooplankton to access food outside the dialysis tubing, and for zooplankton-derived nutrients 
to be accessible to algae inside the tubing. Controls with no zooplankton were also set up to 
account for nutrient contributions from algal prey. Zooplankton-derived nutrients alleviated 
P-limitation of C. raciborskii inside the dialysis tubes and stimulated growth. Furthermore, C. 
raciborskii growth was 40% greater in the presence of a green algal competitor when both 
algae were in dialysis tubes, indicating C. raciborskii may also access nutrients released from 
co-existing algae. Outside the dialysis bags, zooplankton grazed a green alga in preference to 
C. raciborskii and selectively consumed P-replete cells. C. raciborskii growth was therefore 
promoted both directly and indirectly by zooplankton, suggesting that foodweb interactions 
can facilitate blooms of this cyanobacterium. The addition of zooplankton to exert top-down 
grazing pressure on cyanobacteria in nutrient enriched freshwaters has largely been 
discounted as a management tool—here we report that under low nutrient conditions, they can 
instead promote growth of cyanobacteria.   
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Caulerpa  taxifolia is an invasive marine macro alga, which is counted among the world’s top 
one hundred invasive pests. It has been invaded 100s of square kilometers of ocean floor in 
the Mediterranean Sea, and has also been reported from as an invasive species in both 
California and Japan. A number of invasive populations have also been discovered in 
southern and eastern Australian. However population genetic studies have failed to provide 
any informative genetic information on the relatedness of these invasive populations. This is 
likely due to the invasive populations reproducing asexually. Thus variation is likely to be 
very low, and classical genetic markers are unlikely to uncover any variation present in these 
populations. 

Due to this next generation sequencing is the most likely candidate for identifying genetic 
variation in Caulerpa taxifolia populations. However as our target species is a non-model 
organism we have tried to discover the most suitable technique and best platform with which 
to sequence. The technique we have chosen is Restriction site Associated DNA sequencing of 
RADseq, and the Ion-Torrent is the platform. RADseq has currently only been used in 454 
sequencing platforms but due to cost an accessibility we aim to develop a modified RADseq 
protocol for the Ion-Torrent as the platform is affordable and accessible. RADseq reduces the 
complexity of a given genome by sequencing genomic regions associated with a given 
restriction site. This allows for the same small area of the genome to be sequenced over and 
over, and in our case in any populations. This approach is very useful for identify population 
level genetic polyorphism in non-model organisms as has already been demonstrated in 
cutthroat trout, and mosquitoes. 
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Despite many attempts to classify and define different biological forms into species groups, 
no one concept has been found that satisfactorily encompasses the entirety of organisms, 
largely as a result of the inherent ambiguity of species within nature. For organisms such as 
marine macroalgae traditional methods of species classification, such as those based on 
morphology, are insufficient, where as molecular techniques have proven particularly 
effective. Hormosira  banksii, an important intertidal ecosystem engineer in southern 
Australasia, has an uncertain taxonomic status due to morphology variations. This study used 
two conserved genes, COI (mitochondrial) and rbcL (chloroplast) to discern any speciation 
within the genus Hormosira both between distinct morphotypes and across its geographic 
range. A single rbcL haplotype was found. Although a distinct haplotype difference for COI 
was found between western and eastern Australasian populations, there is sufficient gene flow 
between populations, possibly due to floating fertile fronds, to prevent speciation. 
Morphology was found to vary with habitat type, and lack of genetic variation between these 
habitat types signify that morphological differences are driven by phenotypic plasticity. H. 
banksii  found on high energy rocky shores had a more streamlined morphology than those in 
sheltered areas, indicating that wave action is likely the driver. On this evidence, it is 
concluded that H. banksii  (Turner) Decaisne is indeed a single species. 
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Nodulariaspumigena, a nitrogen-fixing cyanobacterium found in brackish waters, has become 
a recurring problem in the Gippsland Lakes, with nine blooms since 1986. This has led to a 
series of investigations to understand what role human activities have played in development 
of these blooms. The Gippsland Lakes are a large coastal lagoon system situated in 
southeastern Australia. Significant ecological change occurred after an artificial entrance to 
the sea was built in the late 19th Century, increasing the lakes' salinity. Long-term changes in 
physicochemical conditions, which could initiate the onset of recent blooms, are difficult to 
interpret without long-term data. Previous data from diatom assemblages, chlorophyll a and 
basic physicochemical parameters imply that the blooms are a recent phenomenon. However, 
biogeochemical studies have not been included in past studies, although they have proven to 
be a valuable tool in interpreting changes through time in other systems. The present study 
uses biogeochemical changes to better interpret when, historically, the N. spumigena blooms 
began, what the major factors associated with the blooms were, and to what degree were these 
factors natural or anthropogenic. Cores were collected from a site that is known to have a high 
occurrence of N. spumigena blooms and stable anoxic sediments. Sediment layers were dated 
using 210Pb, and examined for charcoal content, magnetic susceptibility, stable isotope 
discrimination (C and N), and akinete abundance and viability. Results indicate that the N. 
spumigena blooms have occurred only in recent history, confirming past studies and 
observations. The causes relating to the factors associated with the start of these blooms is 
still currently under investigation.  
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There is a high level of interest in using algae as sources of lipid for biofuels, especially 
biodiesel. Consequently a number of approaches are being used to maximise production of 
lipids by algal cultures. Most such studies have examined the effects of N-
limitation/starvation on lipid production, but other nutrients have been virtually ignored. We 
show here that exposing cultures of the chlorophyte alga Chlamydomonas  reinhardtii to 
treatments with different phosphate availabilities altered lipid production. Thus an absence of 
P caused a stimulation of lipid production. Surprisingly, reintroduction of P to cultures late in 
exponential phase also caused a transient increase in lipid levels. Combination of N- and P-
starvation has a synergistic impact with lipid levels increasing dramatically.  
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The sandy lowlands of the Cooloola coast and sand mass islands of Fraser, Moreton, Bribie 
and North Stradbroke support significant sub-tropical coastal wallum wetlands. The region 
contains more than half the world’s perched dune lakes as well as numerous window and 
barrage lakes. These wetlands often occur as complex mosaics of lacustrine, riverine and 
palustrine systems comprising permanent and ephemeral streams, lagoons and lakes and wet 
heath communities dominated by sedges. Typically they are characterised as acidic (pH <6), 
low salinity (50–100 �S cm-1), humic with low levels of dissolved and suspended solids 
(TDS 75–120 mg L-1) and are generally oligotrophic. Their optical properties range from 
highly dystrophic to clear.  These wallum areas support a diversity of acid adapted biota 
including populations of nationally and internationally threatened species. The 
cyanobacterialmicroflora from these habitats has been hitherto largely unknown. Eighteen 
south-east Queensland coastal wallum wetland sites have been sampled as part of a larger 
project documenting north-eastern Australia’s freshwater cyanobacterial flora. Coccoid 
genera Aphanothece, Eucapsis, Rhabdoderma and Rhabdogloea seasonally dominate lake 
phytoplankton assemblages. Mats and biofilms are often the most conspicuous microfloral 
assemblages in palustrine systems and on stream and lake benthos. These mats are 
taxonomically and structurally the most diverse and include the coccoid genera Chroococcus, 
Gloeothece, Gloeocapsa, CyanotheceandMerismopedia, filamentous non-heterocystous 
genera Geitlerinema, Leptolyngbya, Phormidium, Komvophoron, Katagnymene and 
Scytonema, and filamentous heterocystous genera Stigonema and Hapalosiphon. Emergent 
sedges in the littoral zone of streams, lakes and lagoons provide vertical substrates for 
ephiphytic growths dominated by Scytonema and Phormidium. Examples of the most 
common assemblages and some unusual morphotypes are presented along with the 
description of a new species from the epipelic genus Komvophoron. 
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Water is a precious natural resource and there is great interest in the development of 
sustainable approaches for remediating contaminated water. There is a long history of the 
application of microorganisms to domestic wastewater treatment due to their ubiquitous 
nature and ability to tolerate a wide host of anthropogenic and environmental stressors, 
including metals. Essential or non-essential, all metals are harmful when present at toxic 
levels. Cells cope with metal toxicity through exclusion, sequestration, active transport or 
biotransformations. Metal accumulation in cells is observed in two phases; a rapid phase of 
biosorption, followed by a slow period of bioaccumulation. The application of growing cells 
to metal bioremediation would be an efficient alternative to costly physico-chemical 
approaches and the biosorption approach using dead biomass. The use of live cells would 
better exploit the bioremedation potential of living cells; continuous metal-uptake would take 
place after biosorption as well as degradation of organic co-pollutants. There is also the 
potential for self-regeneration and reuse of live cells for multiple treatments. The extreme 
environment of metal-contaminated wastewaters is an obstacle to the use of live cells in 
bioremediation. Extreme pH, temperatures and high sulphate concentrations are toxic to most 
life forms. The biodiversity of harsh environments, previously thought to be restricted to a 
few extremophilic organisms, is proving to be considerable. Genetic and enzymatic 
differences across the gradients from “neutral” to “harsh” environments renders 
extremophiles survivors of some of the harshest environments on earth, and ideal candidates 
for remediation of metal-contaminated wastewater. The investigation of microalgae from 
extreme environments could provide useful insight into the metabolic mechanisms leading to 
tolerance of heavy metals. In this study, Cyandium caldarium, an obligate acidophile and 
thermotolerant microalga, has been investigated for its metal tolerance mechanisms and 
shown, for example, to have a much greater tolerance to Zn than non-extremophiles such as 
Chlamydomonas.   
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The rich and diverse habitats of Port Phillip are home to a huge array of marine animals and 
plants.  The Port Phillip Taxonomic Toolkit provides information, data, images and tools to 
help identify, document and monitor the rich marine life of this bay.  The website aims to 
capture the unique and diverse flora of this area with the inclusion of about 100 macroalgae 
and seagrass species.  High quality live macro and wide-angle images in situ are being 
processed.  Descriptions to satisfy both the lay and more technical audiences are being 
prepared, and will be accompanied by a key with features that can be clicked through to 
reveal which marine plant or macroalgae the user has seen.  Habitat information and facts 
about each alga are included to entice people into the wonderful world of marine plants. The 
result will be a resource for taxonomists and enthusiasts to explore flora and fauna disciplines 
online. 
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Marine plants are an important component of many marine ecosystems and in some cases, 
such as for habitat-forming seagrasses, make up the ecosystem itself.  A conceptual 
framework for the marine ecosystems of Victoria was developed as part of a Research 
Partners Project between Melbourne University and Parks Victoria.  This framework includes 
conceptual maps and models for each ecosystem to aid marine national park and marine 
sanctuary managers in ecosystem-based management.  The framework demonstrates the links 
between drivers, threats, management, habitat structure and natural assets within marine 
ecosystems.  The seagrass, mangrove & saltmarsh conceptual models will be discussed. 
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Eutrophication of coastal ecosystems resulting from high nitrogen loads by human activities 
is an increasingly growing problem worldwide.  Nitrate is one of the major nutrient sources 
for macroalgal growth and may contribute substantially to large blooms of green seaweeds.  
In contrast, high intensities of white light that occur frequently in summer are able to impair 
both physiology and growth due to inhibition of photosynthesis and production of reactive 
oxygen species (ROS).  This study was aimed study the interaction between both antagonistic 
environmental factors in a potentially bloom-forming green macroalgal species.  Clones of 
Ulva rigida being acclimated to both a low light intensity (50 µmol m-2 s-1) and a low nitrate 
concentration (5 µM) were exposed to two different high light intensities (600 and 1110 µmol 
m-2 s-1) over a period of three days to form oxidative stress as a result of the inhibition of 
photosynthesis.  This cellular stress was evaluated by measuring catalytic activities of the 
ROS-scavenging enzymes superoxide dismutase (SOD), ascorbate peroxidase (APX) and 
glutathione reductase (GR).  The simultaneous increase in nitrate concentration in seawater by 
factors of five and ten (25 and 50 µM, respectively) was used to accelerate nitrate assimilation 
to study the impact of this metabolic process on formation of ROS, photosynthesis and 
growth.  Conclusions drawn from this physiological laboratory study might provide 
explanations for U. rigida’s survival under adverse conditions in the field. 
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In recent decades, advanced genetic and molecular analyses and technologies, such as DNA 
barcoding, have revolutionized traditional taxonomic studies. Particularly, clarifying the 
status of cryptic species and resolving the taxonomic uncertainties surrounding phenotypically 
variable taxa. While investigations on macroalgal genetic diversity are common, relatively 
few studies have focused on the molecular taxonomy and biogeography of widespread, 
tropical Indo-Pacific macroalgae - particularly in the biogeographically complex Wallacea 
region. Adjacent to the Indo-Malay epicentre of global tropical biodiversity, the Wallacea 
region is a recognized global tropical biodiversity hotspot, primarily due to its diverse and 
complex topography and range of habitats (e.g. islands, shallow coral reefs, deep-water 
trenches, etc.) and also, the unique climatic and geological history and evolution of the region 
(ie. the site of convergence of three tectonic plates). Using molecular techniques, this 
proposed PhD project will explore the genetic diversity, phylogeography and taxonomy of 
selected, widespread and common macroalgae of the Wallacea region, to further understand 
marine evolutionary processes in this complex region. Potential target species include: 
Gracilaria salicornia (C. Agardh) E. Y. Dawson, Hypnea pannosa J. Agardh, Dichotomaria 
marginata (J. Ellis & Solander) Lamarck, Asparagopsis taxiformis (Delile) Trevisan de Saint-
Leon, Hydroclathrus clathratus (C. Agardh) M.A.Howe, Colpomenia sinuosa (Mertenz ex 
Roth) Derbes & Solier, and Hormophysa cuneiformis (J. F. Gmelin) P.C. Silva. To achieve 
these large-scale biogeographical and taxonomic goals, this proposed PhD study will require a 
major international collaboration with macroalgal researches from northern Australia and the 
adjacent seas of Indonesia, Timor Leste and Malaysia.  
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Is more better? A case study of the relationship between frustule silica 
content and carbon acquisition in two diatom species 
 
Tamsyne J.  Smith-Harding1, 2, John Beardall2 and James G. Mitchell1 

 

1School of Biological Sciences, Flinders University, PO Box 2100, Adelaide, South Australia 
5001, Australia 

2School of Biological Sciences, Monash University, Clayton, Victoria, Australia 
 
Contacting author: tamsyne.smith-harding@monash.edu 
 
Diatoms (Class Bacillariophyceae) are the most abundant and diverse group of eukaryotic 
microalgae in the oceans and play important ecological and biogeochemical roles in the 
global ocean. Diatoms are characterised by their silicified cell wall, the frustule. Frustules are 
decorated with a range of intricate species-specific nano-structures. The frustule and these 
associated nano-structures have been identified as having functional roles in anti-predator 
defense and nutrient uptake. Whilst a great deal of research has focused on the functional role 
of frustules, little research has gone into the physiological advantages that the frustule might 
allow diatoms. Recent work hypothesized that thesilica frustule may act as a buffer for 
external carbonic anhydrase (CAext). CAext catalyses the dehydration of HCO3

-, the 
predominant form of inorganic carbon in the ocean, to CO2, the substrate for RubisCO. In 
seawater, this reaction proceeds slowly without an acid-base buffer for proton exchange. In a 
series of experiments, Milligan and Morel (2002) found that cleaned frustules were as 
effective an acid-base buffer for bovine CA as a phosphate buffer. They thus concluded that 
the frustule may act as a buffer for CAext in situ, concentrating CO2 for use by RubisCO, the 
rate-limiting step in carbon fixation.In this talk, I will explore the relationship between the 
frustule, CAext activity and photosynthetic parameters in Phaeodactylum tricornutum and 
Thalassiosira pseudonana. In contrast to T. pseudonana which forms robust frustules, P. 
tricornutumis unique in that it has little to no requirement for silica in its growth cycle and 
forms a poorly silicified frustule. Work to date has shown that the concentration of biosilica 
in T. pseudonanais higher than in P. tricornutum, with corresponding differences in CAext 
activity. I will discuss these findings in relation to photosynthetic parameters and draw 
conclusions regarding the role of the frustule in carbon acquisition.  
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Unveiling species diversity of Lobophora (Dictyotales) in Australia with 
rbcL and cox1 DNA sequence analyses. 
 
Nuttanun Soisup1, Andrew Lowe1, C. Frederico D. Gurgel1,2,3 

 
1School of Earth & Environmental Sciences, Australian Centre of Evolutionary Biology and 

Biodiversity, University of Adelaide, Adelaide SA 5000, Australia 

2State Herbarium of SA, Plant Biodiversity Centre, 3 Hackney Road, GPO Box 1047, 
Adelaide SA Australia 5001 

3South Australia Research & Development Institute - Aquatic Sciences, P.O. Box  120, 
Henley Beach, SA Australia 5022 

 
Contacting author: nuttanun.soisup@adelaide.edu.au 
 

Lobophora is a brown algal genus in the order Dictyotales (Phaeophyceae). The genus is 
common in tropical and temperate waters worldwide. For a long time there was one reported 
Lobophora species in Australia, L. variegata (Womersley, 1987). Kraft (2009) described a 
new species, L. rickeri, collected from southern Great Barrier Reef and recently Sun et al. 
(2012) reported two species from southern Australia: L. nigrescens and the newly described L. 
australis. Consequently, there is a total of four species of Lobophora currently recognized in 
Australia. From field observations, Lobophora collected from different habitats and locations 
in Australia show wide morphological variation. In this study, we investigated Lobophora 
species diversity of using molecular phylogenetic analyses based on the DNA barcode 
markers cox1 and rbcL from samples collected nearly all over the country. A vast number of 
genetically distant lineages were discovered (~30). Species delimitation was assessed based 
on 3 different methods: GMYC (Generalized Mixed Yule Coalescent), ABGD (Automatic 
Barcode Gap Discovery) and Species Identifier. 
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Phylogeography of the marine calcified red alga Dichotomariamarginata 
(Nemaliales, Rhodophyta) along the north Australian coast and the 
relationship to other populations worldwide.  
 
Tracey M. Spokes¹ and C. Fred Gurgel¹ ² ³ 
 
1The University of Adelaide, School of Earth & Environmental Sciences,  Adelaide, SA 5005, 

Australia 
2State Herbarium of South Australia, DENR, GPO Box 1047, Adelaide, SA 5001, Australia 
3South Australia Research & Development Institute,  Aquatic Sciences, 2 Hamra Ave, West 

Beach, SA 5024, Australia 
 
Contacting author:tmspokes@optusnet.com.au 
 
Dichotomaria marginata is considered a widespread species in tropical marine waters 
throughout the world.   Considering the broad geographic range of this species we pose the 
question - is there genetic diversity and population structure across that range and if so, at 
what spatial scale?  This research seeks to investigate if there is genetic structure across 
multiple spatial scales: between populations at a local scale, a regional scale and more broadly, 
ocean wide. We also seek to identify possible biogeographic factors responsible for any 
patterns found. Samples were collected around the coast of northern Australia as part of the 
Australian census of coral reef life expeditions between 2008 & 2010. The collections were 
made around Heron Island (southern Great Barrier Reef), Lizard Island (northern Great 
Barrier Reef) and Ningaloo Reef on the north Western Australian coast.   Samples from 
outside the Australian region were sourced from various collections including a large number 
of samples from two locations on the Oman peninsula approx 600km apart and separated by 
an ocean upwelling.  The cox 1 and rbcL-rbcS spacer  gene regions were selected for this 
study.  Our results indicate that population differentiation is supported by both rbcL-rbcS 
spacer and cox1 DNA sequence data with similar levels of resolution. In northern Australia 
we identified four distinct populations, one in north Western Australia, and three populations 
on the Great Barrier Reef.  For the Australian populations identified, genetic structure is not 
significant on a local scale but is pronounced on a regional and broad geographic scale.  
Associations between Australian populations and outside populations in the Indian, mid-
Atlantic and Pacific oceans are discussed. 
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Comparative light 
absorptancecharacteristsbetweenpressedandlivethalliofUlva 
australisAreschoug 
 
Nuno T. Martins1, John Runcie4,5, C. Fred. D. Gurgel1,2,3 

 
1 The University of Adelaide, School of Earth & Environmental Sciences, Adelaide, SA 5005, 

Australia 
2State Herbarium of South Australia, DENR, GPO Box 1047, Adelaide, SA 5001, Australia 
3South Australia Research & Development Institute, Aquatic Sciences, 2 Hamra Ave, West 

Beach, SA 5024, Australia 
4The University of Sydney, School of Biological Sciences, Level 5, Carslaw Building F07, 

NSW 2006 
5Aquation Pty Ltd, Umina Beach, NSW 2257, Australia 
 
Contacting Author:  tavaresmartins.nuno@gmail.com 
 
Photosynthetic rate in macroalgaeisusuallydeterminedbymeasurementsofoxygenevolution. 
But since the late nineties, chlorophyll fluorescence techniques have become ubiquitous in 
plant ecophysiology. Nowadays no investigation into photosynthetic performance of plants 
seems complete without some fluorescence data (Maxwell and Johnson 2000. J. Exp. Bot. 
51:659-668).One of the parameters fundamental to any fluorescence-derived estimation of 
productivity is the electron transport rate (ETR). ETR curves are equivalent to oxygen 
evolution curves and often both display a direct linear relationship. To calculate ETR values 
one needs to know the flux of photosynthetically active radiation (PAR) at the plant surface 
and the fraction of the PAR absorbed by the leaf [i.e. Light Absorbance by the leaf = 
AL(PAR)]. The Light Absorbance value of 0.84 calculated from several high plant species is 
often used as a standard value however marine macroalgae are structurally, phylogenetically 
and morphologically quite variable, all of which also quite distinct from higher plants. How 
close is the 0.84 value to a range of marine macroalgae, for example Ulva australis? Can 
AL(PAR) values be estimated from pressed specimens? Does light absorbance values decays 
over time (decades) in dried U. australis? Data was obtained from live (recent collections) 
and dried voucher specimens deposited at the State Herbarium of South Australia.  At least 3 
specimens of U. Australis from every decade were selected and analyzed, since 1940. Light 
absorptance was calculated as the spectral average of the corrected leaf-specific spectral 
absorptance values from 400 to 700 nm. The data was obtained using an Integrated Sphere 
attached to a spectrophotometer.Light absorption values in Ulva australis seem to be lower 
(0.69-0.81) than 0.84. The AL(PAR) does not decay (p>0,05) along the decades, suggesting 
that at leas for Ulva, it is possible to obtain AL(PAR) values from pressed material. If this is 
true for other algal taxa remains to be tested. More studies are necessary before using this 
method. We acknowledge the Brazilian Program Science Without Borders(CNPq) for 
financial support. 
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Effects of rising water level on the Faure Sill and Shark Bay’s World 
Heritage Values: Findings of a multidisciplinary study 2010-2012 
 
Di Walker1 

 
1Oceans Institute and School of Plant Biology, University of Western Australia 
 
Contacting author:diana.walker@uwa.edu.au 
 
One of the major threats to Shark Bay from climate change is the potential loss of seagrasses 
and their stabilising effects on the Faure Sill. The major climate change effects that would 
influence seagrasses are temperature, increased nutrient delivery (resulting in competition 
with fast growing algae), and sediment inputs (that reduce light for photosynthesis), from 
increased flooding of the Wooramel River, and increased temperatures, both seasonally and as 
special events. A natural experiment addressing both the effect of sea warming and flooding 
occurred in 2010/11. The Wooramel River flooded in December, January and February 2011 
and seawater temperatures were 2-4 °C hotter than usual February temperatures along the 
whole of the Western Australian coastline.  The distribution, standing stock, productivity and 
nutrient content of dominant seagrasses was studied across the Wooramel Bank and Faure Sill 
in March and September 2011. Amphibolis antarctica and Halodule uninervis were the most 
widely distributed across this region of high salinities. The combined effects of floodwaters, 
sediment suspension and resuspension resulted in defoliated A. antarctica within 10 km of the 
Wooramel Delta in March. By September, leaves were growing back but shoot mortality 
resulted in a 2 to 3 fold loss of seagrass shoots. This effect was not observed at distances 
greater than 10 km from the Wooramel Delta, although defoliation has recently been 
documented in other parts of the bay associated with the sea warming event.  Clearly A. 
antarctica is susceptible to both warming temperatures and increased turbidity associated 
with increased flooding.  Integrated risks of climate change to other World Heritage values 
will also be discussed. 
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Patterns of  geographic distribution and sexual vs asexual reproduction in 
Caloglossavieillardii in Australia 
 
Mitsunobu Kamiya1, Erica Saba1, John West2& Joe Zuccarello3 

 
1Dept of Marine Bioscience, Fukui Prefectural University, Obama, Fukui, JAPAN 
2School of Botany, University of Melbourne, Parkville, VIC   
3 School of Biological Sciences, Victoria University of Wellington, New Zealand 
 
Contacting author: jwest@unimelb.edu.au 
 
We have previously noted (West et al. 2001) that Caloglossa leprieurii(Montagne) Martens 
has two reproductive patterns around Australia: all our culture isolates from the Gulf of St 
Vincent and Spencer Gulf where the salinity is 35-42 psu have an asexual cycle with 
tetrasporophytes producing successive tetrasporophyte generations, whereas isolates from all 
other regions have a normal sexual cycle in which gametophytes alternate with 
tetrasporophytes. Most of these isolates are now recognized as C. vieillardii (Kuetzing) 
Setchell (Kamiya et al. 2003) that is much more common in Australia than C. leprieurii. Our 
2012 collections from Ceduna to Port Lincoln and along the two gulfs verify these results. 
Sexual reproduction is seen in all isolates from the east side of the Fleurieu Peninsula where 
the Murray River outflow reduces the salinity. Sexual reproduction occurs around the other 
regions of Australia. The environmental or genetic factors that cause these differences in 
reproduction are not known and the reproduction patterns usually remain stable for many 
years in culture. Molecular evidence in other Caloglossa species reveals that asexuality may 
be due to crossing between partially incompatible sexual strains. 
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Map of all locations of conference events 

 

 
 

Torrens Boat Club: On the SE side of King William St bridge, off Victoria Dr. 

Conference Venue:Sprigg Room, second floor, Mawson Building, University of Adelaide, 
access via North Tce, Frome Rd, or Victoria Dr. 

Royal Adelaide Hospital Nurses Quarters (residential wing): Access via North Terrace or 
Frome Rd. 

Conference Dinner: Australian National Wine Centre, Corner of Botanic Rd and Hackney Rd 
(the Botanic road is a continuation of North Terrace eastward). 
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Hospital grounds map, indicating location of the nurses quarters 
accommodation (residential wing) 
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Map of the University of Adelaide detailing location of the Mawson 
Building (top centre right), and rough directions to nurses quarters 
accommodation (Royal Adelaide Hospital Residential Wing). 
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*Food, drink and things to do. 
 
You all would have seen the rolling hills covered in vineyards, fields and orchards on your 
way into Adelaide. Although it looks beautiful, this is not just for show, but produces a 
bounty of produce year round for our local markets and restaurants. We also have three of 
Australia’s premium wine producing regions within 50 km (Adelaide Hills, McLaren Vale 
and Barossa Valley) that produce a huge diversity of wines from the crisp dry Rieslings of the 
Barossa Valley hills through to the delicate Adelaide Hills Pinot Noir and the fruity shirazes 
from the McLaren Vale plains. There are also a large number of cheese makers and breweries 
within a short drive of the city. During ASPAB we hope that you get a chance to sample some 
of the ‘local stuff’ while you are here and this section aims to provide you with some 
highlights based on the experience of a few members of the Gurgel lab. It’s very biased !. 
 
The Adelaide Central Market is a great place to start your stomach filling adventure with the 
food court providing plenty of cheap and cheerful meals. The market itself sells a huge range 
of local produce including meats, breads, fruit, veg and cheeses. Be aware the market is 
closed on Mondays and only a few stores are open on Wednesdays. Just south of the market is 
Gouger Street (kind of a mini Chinatown) with loads of Asian foods available. Waymouth 
Street is home to some of Adelaide’s top restaurants so check it out if you have the budget 
and need for fine foods. Closer to the University, we suggest looking around Rundle Street 
(the East End) and Hutt Street where there are many restaurants for all budgets. Many 
restaurants allow BYO so if you feel like something special, pull into East End Cellars (22 - 
26 Vardon Avenue, City*) and pick something up for dinner. 
 
The following list of restaurants and bars is based on personal opinions so please feel free to 
explore and let us know if you find other gems while here. Those highlighted with a * are 
within 1km of the University Campus. 
 
If you are confused or just wish for someone to choose your dinner venue, please let one of 
the local organizing crew knows and we’ll make it happen! 
 
 
Restaurants 
 
$$$ 
 
*Jolley’s Boathouse (Modern Australian), 1 Jolleys Lane, City. Ph: (08) 8223 28912 
 
Bistro Dom (French), Shop 1, 24 Waymouth Street, City.Ph: (08) 8231 7000 
 
AugeRistorante (Modern Italian), 22 Grote Street, City. Ph: (08) 8410 9332 
 
Press Food & Wine (Modern Australian), 40 Waymouth Street, City. Ph: (08) 8211 8048 
 
Chianti Classico (Italian), 160 Hutt Street, City.Ph: (08) 8232 7955 
 
Kenjii (Japanese), 242 Hutt Street, City. Ph: (08) 8232 0944 
 
*Botanical Café (Modern Australian), 4 East Terrace, City. Ph: (08) 8232 0626 
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Red Ochre (Modern Australian), War Memorial Drive, North Adelaide.Ph: (08) 8211 8555 
 
*Cos (Modern Australian), 18 Leigh Street, City. Ph: (08) 8231 7611 
 
*Corner Bistrot (French), 7 Leigh Street, City. Ph: (08) 8212 9444 
 
*Apothecary 1878 (Modern Australian), 118 Hindley Street, City. Ph: (08) 8212 9099 
 
 
$ - $$ 
 
*Mandoo Korean Dumplings, 23 Bank St, City.AWESOME and cheap.Ph: (08) 
8231 3303. 
 
*EST Pizzeria (Woodfire cooking), 30 East Terrace, City. Ph: (08) 8359 2272  
 
Melt Pizzeria, 38 WaymouthStree, City. Ph: (08) 8272 8186  
 
Wassai (Japanese), 15 Field St, City. Ph: (08) 8221 6606 
 
*Eros Café (Greek), 275 Rundle St, City. Ph: (08) 8227 0677 
 
Gaucho’s (Argentinean), 91 Gouger Street, City.Ph: (08) 8231 2299 
 
Good Life Modern Organic Pizza, 170 Hutt Street, City. Ph: (08) 8223 2618 
 
*Amalfi Pizzeria Risorante (Italian), 29 Frome Street, City. Ph: (08) 8223 1948. 
 
*Exeter Hotel (pub fare), 246 Rundle Street, City. Ph: (08) 8223 2623 
 
*Belgian Beer Café, (pub fare) 27-29 Ebenezer Place, City. Ph: (08) 8359 3400 
 
*Rundle Spices (Asian Various), 278 Rundle St, City. Ph: (08) 8232 9288 
 
*Taj Tandoor (Indian), 290 Rundle St, City. Ph: (08) 8359 2066 
 
Dumpling King (dumplings), 5/85 Grote Street, City. 
 
*Cocolat (dessert café), 281 Rundle St, City. Ph: (08) 8232 6133. 
 
*Chopstix(Asian), 287 Rundle St, City. Ph: (08) 8223 7575 
 
*Universal Wine Bar (Italian), 285 Rundle St, City. Ph: (08) 8232 5000 
 
Pretty much all places along Gouger Street by the Adelaide Central Market 
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Feel like a drink? 
The following is a list of bars that lack pokies. 
 
Cork Wine Café, 61 Gouger Street, City.Ph: (08) 8410 0645. Great selection of wines by the 
glass, cheeses and cured meats. They also make their own Grenache. Huge favorite of the 
Phycology crew in Adelaide. Right across from the central market. 
 
*Belgian Beer Café, 27-29 Ebenezer Place, City. Ph: (08) 8359 3400. Huge range of beer 
with a menu designed to match. 
 
*Botanical Bar. 4 East Terrace, City. Ph: (08) 8232 0626. Big leather sofas, cheap pizza and 
Napoleon artwork? Closest cold beer to the hospital. Enough said.  
 
*Apothecary 1878, 118 Hindley Street, City. Ph: (08) 8212 9099. Biggest winelist in 
Adelaide.Most elegant place to drink in town (what does that mean?). 
 
*Exeter Hotel, 246 Rundle Street, City. Ph: (08) 8223 2623. Classic Australian pub. Beers 
are always cold and the wine list is usually full of little gems. Serves food from 6.30. Most 
popular bar in Adelaide for University crowds. Live music is common. 
 
*Udaberri,11-13 Leigh Street, City. Ph: (08) 8410 5733. Most classy bar in Adelaide and 
apparently Australia’s best new bar in 2012 (unconfirmed report). 
 
*Casablabla, 12 Leigh St, City. Ph: (08) 8231 3939. Opposite Udaberri and still hanging on. 
Good place to watch goldfish with a cocktail in hand. 
 
*The Elephant British Pub, 1 Cinema Place, City. Neighbor of the Exeter, but very different. 
 
*The Stag, corner of Rundle St and East Tce, City. Like footy and V8’s? If yes, this is your 
bar. Also prides itself on being Australia’s worst vegetarian pub. Might or might not have 
pokies. We’ll stop there. 
 
 
Shops and supermarkets. 
Rather eat in your room? We understand.!
!
*Woolworths Rundle Mall. 80-88 Rundle Mall, City. 
 
Adelaide Central Market, Grote Street, City. 
 
Coles at the Adelaide Central Market 
 
 
Not hungry or thirsty? 
It’s not always about food and wine so if you not eating or drinking, please find some time to 
check out some of the following: 
 
*Adelaide Botanic Gardens (free entry) are fantastic and generally much cooler than the city 
during hot days. There are a few café’s and restaurants scattered throughout if you need a 
drink or piece of cake. The Museum of Economic Botany is definitely worth a look if you 
have the time.  
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*Adelaide Zoo ($31.50 adults, $22 student). Full of pandas and other animals. The petition 
for a live seaweed/ seagrass exhibit has produced no results.  
 
Penfolds Winery at Magill Estate ($15 through to $150 depending on your tastes). Home of 
the Grange and a very fancy restaurant. A little out of town but worth the trip if you wish to 
see where/why a wine can cost $650. Please let us know why. 
 
*South Australian Museum (free entry). Absolutely fantastic. Make sure that you see the 
opalised fossils and the world famous Ediacaran fossils of the Flinders Ranges. It is within the 
University block so it’s a short stroll from the conference. 
 
*Art Gallery of South Australia (most galleries are free) has a stunning collection of 
various styles from Aboriginal carvings and Australia’s only public gallery space permanently 
dedicated to Islamic art, through to the more modern displays such as My body and I by 
surrealist author René Crevel and BLACK + WHITE by late South Australian artist Lidia 
Groblicka. As with the museum, the gallery is within the University block so it’s a short stroll 
from the conference. 
 
Glenelg Beach (tram ticket - $4.50). Adelaide used to have tens of tramlines but due to some 
poor decisions, we now only have one. Luckily it takes you to the beach. So for a swim and 
an ice cream jump on the tram at King William Rd in the city and you will be in the water 45 
min later. 
 
Mt Lofty Summit and Botanic Gardens (free entry). After somewhere cool with a view? 
Head up the mountain – you will need a car. From up here you can sip on a coffee and look 
over Adelaide to see Yorke Peninsula and Kangaroo Island.  Alternatively, you can drive to 
Waterfall Gully and walk up (leave three hours for a return walking trip, plus 30 min each 
way to drive to the start). 
 
*Rundle Mall (probably end up being the most expensive of all activities). Full of shops and 
shops and then more shops. Its no Melbourne or Sydney but its ASPAB, not Milan Fashion 
Week. 
 
Hahndorf, German tourist town full of wooden curios, pickles and large plates of sausage. 
Plenty of top end wineries near the town. About 30 min drive from Adelaide. Home of 
Beerenberg Farm (jams, sauces etc…). 
 
 

 
 
 

On behalf of the local organizing committee we would like 

to thank all the delegates for making ASPAB 2012 Adelaide 

possible 
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Other Conference outcomes: 

 

Student Winners: 
Best(Student(talk:(((
Gareth(Belton(P(Caulerpa(of(southern(Australia;(University(of(Adelaide(with(Fred(Gurgel(
Highly(Commended(PhD(talks:((
Manoj(Kamalanathan(–(Impacts(of(nutrient(availability(on(lipid(production(by(Chlamydomonas(

reinhardtii;(Monash(University(with(John(Beardall(
Paulina(Mikulic(P(Bioremediation(potential(of(metal(tolerant(extremophilic(microalgae;(Monash(

University(with(John(Beardall(
Best(Honours(talk:(
Kirralee(Baker(P((Using(selection(experiments(with(dinoflagellates(to(understand(climate(change(

adaptation,(University(of(Technology,(Sydney(with(Martina(Doblin(
Highly(Commended(Honours(talk(
Aimee(Hauser(–(Hormosira(banksii((Turner)(Decaisne:(is(it(truly(a(single(species?;(Deakin(University(

with(Alecia(Bellgrove(
(
New$ASPAB$executive$committee$for$2013:$
(

Position 2013 Committee 

President Judy Sutherland 

Vice President Joe Zuccarello 

Secretary Fred Gurgel 

Treasurer Jo Jones 

NZ Membership/Treasurer Postponed election 

Newsletter editor Rainbo Dixon  

Webmaster Erasmo Macaya 

Student member Gareth Belton 

General members Kyatt Dixon 

 Jacqui Pocklington 

 Alecia Bellgrove 

(
(
ASPAB$2013$Meeting:$
(
Hosted(by(Dr(Martina(Doblin(and(her(team(at(the(Sydney(Institute(of(Marine(Sciences(
(http://www.sims.org.au).(
(
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Photo of best student presentation winners. 

 

 
Left!to!right:!Aimee!Hauser!,!Paulina!Mikulic,!Kirralee!Baker!,!Gareth!Belton,!Manoj!
Kamalanathan.!
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List of delegates: 

 

No. First Name Last Name Institution Email 

1 Kirralee Baker University of Tasmania Kirralee.Baker@uts.edu.au 
2 Alecia Belgrove Deakin University alecia@deakin.edu.au 
3 Gareth Belton The University of Adelaide gareth.belton@@adelaide.edu.au 
4 Christian Boedeker Victoria University, NZ Christian.Boedeker@vuw.ac.nz 

5 Mike Bossley 
SA Whale & Dolphin 
Conservation Society mike.bossley@whales.org 

6 Hayley Cameron Deakin University H.Cameron@deakin.edu.au 
7 Jan Carey Melbourne University janetmc@unimelb.edu.au 
8 Paul Carnell Melbourne University pcarnell@unimelb.edu.au 
9 Jennifer Clark University of Tasmania Jennifer.S.Clark@alumni.uts.edu.au 

10 Kyatt Dixon New Brunswick Canada kyattdixon@gmail.com 
11 Rainbo Dixon The University of Adelaide rains.rmd@gmail.com 
12 Martina  Doblin University of Tasmania Martina.Doblin@uts.edu.au 
13 Will Grant The University of Adelaide w.m.grant@gmail.com 
14 Fred Gurgel The University of Adelaide fred.gurgel@adelaide.edu.au 
15 Aimee Hauser Deakin University Aimee.Hauser@deakin.edu.au 
16 John Huisman Murdoch Uni John.Huisman@dec.wa.gov.au 
17 Miles Jennings Monash University miles.jennings@monash.edu 
18 Joanna Jones Australian National Univ. jo@jokain.net 
19 Manoj Kamalanathan Monash University manoj.kamalanathan@monash.edu 
20 Glenn Mcgregor S.I.I.A QLD Glenn.Mcgregor@science.dsitia.qld.gov.au 
21 Paulina Mukulik Monash University paulina.mikulic@monash.edu 
22 Jacqueline Pocklington Museum Victoria jpocklington@museum.vic.gov.au 
23 Ralf Rautenberger University of Otago, NZ ralf.rautenberger@otago.ac.nz 
24 Abdul Razaq Charles Darwin University Arazaq.Chasani@cdu.edu.au 
25 Vanessa Skrzypczyk Deakin University Vanessa.Skrzypczyk@deakin.edu.au 

26 Tamsyne 
Smith-
Harding Monash University tamsyne.smith-harding@monash.edu 

27 Nuttanun Soisup The University of Adelaide nuttanun.soisup@@adelaide.edu.au 
28 Tracey Spokes The University of Adelaide Tracey.spokes@adelaide.edu.au 
29 Nuno Tavares The University of Adelaide tavaresmartins.nuno@gmail.com 
30 Di Walker University of West Australia diana.walker@uwa.edu.au 
31 Joe Zuccarello Victoria University, NZ Joe.Zuccarello@vuw.ac.nz 

 

 


